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P 



3 <110> APPLICANT: Terry, Roemer D . * ■ t» P" 3 r-\ r— I-V 

4 Bo, Jiang FN i FRED 

5 Charles, Boone B B R ^ 

6 Howard, Bussey 

8 <120> TITLE OF INVENTION: Gene Disruption Methodologies for Drug Target Discovery 
10 <130> FILE REFERENCE: 10182-005-999 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/032 , 585 
C--> 12 <141> CURRENT FILING DATE: 2001-12-20 

12 <160> NUMBER OF SEQ ID NOS : 8000 

14 <170> SOFTWARE: Patentln version 3.1 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 65 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Candida albicans 

21 <400> SEQUENCE: 1 

22 aaaatataca ttcaaaatcc ctaaaatcac ttcatacttc aacaacaaca ataataaata 60 
24 ccatt 65 

27 <210> SEQ ID NO: 2 

28 <211> LENGTH: 65 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Candida albicans 

32 <400> SEQUENCE: 2 

33 ttttaactat tcattttttt agtacataat tacaatttat tgtgagtccc cattttacta 60 
35 aggtc 65 

38 <210> SEQ ID NO: 3 

39 <211> LENGTH: 65 

40 <212> TYPE: DNA 

41 <213> ORGANISM: Candida albicans 

43 <400> SEQUENCE: 3 

44 cgtgttgttt tgatttcgag ctcacctctc tttcctattt ccactcatac tccaatttaa 60 
46 tgcac 65 

49 <210> SEQ ID NO: 4 

50 <211> LENGTH: 65 

51 <212> TYPE: DNA 

52 <213> ORGANISM: Candida albicans 

54 <400> SEQUENCE: 4 

55 cctcaaaaca gtataacctt tgcctccttt ctatcctctt tataattcat taaataatta 60 
57 caccc 65 

60 <210> SEQ ID NO: 5 

61 <211> LENGTH: 65 

62 <212> TYPE: DNA 

63 <213> ORGANISM: Candida albicans 
65 <400> SEQUENCE: 5 



file://C:\CRF3\Outhold\VsrJ032585.htm 



1/23/02 





Page 2 of 9 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/032 f 585 



DATE: 01/23/2002 
TIME: 11:42:01 



Input Set : D:\005999932SEQLIST.ST25.txt 
Output Set: N:\CRF3\01232002\J032585.raw 



66 gttcagttgc aatcaatcaa aaagtttgtc tcatcgctca acagtaagac aaaccaagcc 
68 aaggg 

71 <210> SEQ ID NO: 6 

72 <211> LENGTH: 65 

73 <212> TYPE: DNA 

74 <213> ORGANISM: Candida albicans 

76 <400> SEQUENCE: 6 

77 caaaggtaat ttcattacta ttgtcgtttt ttaggttttc acttacaatt aatggtctat 
79 tctta 

82 <210> SEQ ID NO: 7 

83 <211> LENGTH: 65 

84 <212> TYPE: DNA 

85 <213> ORGANISM: Candida albicans 

87 <400> SEQUENCE: 7 

88 tcaagtcggc gattaacccg acaataaata aacaatttcg aaaagcattc cattattcta 
90 tcact 

93 <210> SEQ ID NO: 8 

94 <211> LENGTH: 65 

95 <212> TYPE: DNA 

96 <213> ORGANISM: Candida albicans 

98 <400> SEQUENCE: 8 

99 gctggctaat gacaattttc accacaacaa ataatattaa actgacaatt taaaacgatt 
101 aatgc 

104 <210> SEQ ID NO: 9 

105 <211> LENGTH: 65 

106 <212> TYPE: DNA 

107 <213> ORGANISM: Candida albicans 

109 <400> SEQUENCE: 9 

110 caccaaaaaa tttttgatat tgatcaatca cttctttctt cattgtgtaa aaactactag 
112 ccgac 

115 <210> SEQ ID NO: 10 

116 <211> LENGTH: 65 

117 <212> TYPE: DNA 

118 <213> ORGANISM: Candida albicans 

120 <400> SEQUENCE: 10 

121 cgctgtcatt ttacaaagcc acaccgacac caagaagatc atttgaaagt gcacttgtac 
123 atagt 

126 <210> SEQ ID NO: 11 

127 <211> LENGTH: 65 

128 <212> TYPE: DNA 

129 <213> ORGANISM: Candida albicans 

131 <400> SEQUENCE: 11 

132 ctctctttta tattctcgtc aataaaatcg ctcactcgaa aaccctaaaa aaaagcagac 
134 aaccc 

137 <210> SEQ ID NO: 12 

138 <211> LENGTH: 65 

139 <212> TYPE: DNA 

140 <213> ORGANISM: Candida albicans 
142 <400> SEQUENCE: 12 
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143 gagcacacaa aaaaaaaaac accacccagt atcgaaccaa cattgtttcc ccaaccccca 
14 5 ttctt 

148 <210> SEQ ID NO: 13 

149 <211> LENGTH: 65 

150 <212> TYPE: DNA 

151 <213> ORGANISM: Candida albicans 

153 <400> SEQUENCE: 13 

154 ccatccatat atatctacca ctatcaagat ccctatatct tgttgataca cactttttgg 
156 ttaaa 

159 <210> SEQ ID NO: 14 

160 <211> LENGTH: 65 

161 <212> TYPE: DNA 

162 <213> ORGANISM: Candida albicans 

164 <400> SEQUENCE: 14 

165 tggtattttt cttaagaaag gataattagc atagtaaagg tcattctact atactcatat 
167 aaaat 

170 <210> SEQ ID NO: 15 

171 <211> LENGTH: 65 

172 <212> TYPE: DNA 

173 <213> ORGANISM: Candida albicans 
175 <400> SEQUENCE: 15 

17 6 gcaaaaaaag aataaacaaa tgcccaatat catctgtcaa gactacttgt taaacaatca 
178 gaaca 

181 <210> SEQ ID NO: 16 

182 <211> LENGTH: 65 

183 <212> TYPE: DNA 

184 <213> ORGANISM: Candida albicans 

186 <400> SEQUENCE: 16 

187 tacttttttt tttttcaaat ttttcaatta cgacatcgag tattcacccc aaggtctcag 
189 tacaa 

192 <210> SEQ ID NO: 17 

193 <211> LENGTH: 65 

194 <212> TYPE: DNA 

195 <213> ORGANISM: Candida albicans 

197 <400> SEQUENCE: 17 

198 gaaaaaaaaa actttttgac agtacgtcta acagattatt gtgatgaact aatcccacat 
200 atttc 

203 <210> SEQ ID NO: 18 

204 <211> LENGTH: 65 

205 <212> TYPE: DNA 

206 <213> ORGANISM: Candida albicans 

208 <400> SEQUENCE: 18 

209 tcacataaaa ccacattaac attctttatt cttcatttca taactaatca cccacatatt 
211 ccatc 

214 <210> SEQ ID NO: 19 

215 <211> LENGTH: 65 

216 <212> TYPE: DNA 

217 <213> ORGANISM: Candida albicans 
219 <400> SEQUENCE: 19 
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220 caacaaacga tctatttaaa ggatactcta agaaatcgag gggtgttcaa ccatagctca 60 
222 taatc 

225 <210> SEQ ID NO: 20 

226 <211> LENGTH: 65 

227 <212> TYPE: DNA 

228 <213> ORGANISM: Candida albicans 

230 <400> SEQUENCE: 20 

231 ggaaatcatt aataaaacat gcttctaggg ttgttctaaa gtgaaaaacc acgacaaaca 60 
233 cgtcg 

236 <210> SEQ ID NO: 21 

237 <211> LENGTH: 65 

238 <212> TYPE: DNA 

239 <213> ORGANISM: Candida albicans 

241 <400> SEQUENCE: 21 

242 aaaaaaatgt aggtgttcac caagtgttaa cacatactac ttttccattc tctacagctt 60 
244 ctaaa 

247 <210> SEQ ID NO: 22 

248 <211> LENGTH: 65 

249 <212> TYPE: DNA 

250 <213> ORGANISM: Candida albicans 

252 <400> SEQUENCE: 22 

253 cttttaactt tttcacatat tataaaagat tagacagttt ctcaagcata tatccctcac 60 

~ r- i- 6 5 

255 agaac 

258 <210> SEQ ID NO: 23 

259 <211> LENGTH: 65 

260 <212> TYPE: DNA 

261 <213> ORGANISM: Candida albicans 

263 <400> SEQUENCE: 23 

264 agattccaac ttcagaatat tcattcagat ctgaacattt ctttttctcc gatcatcaat 60 
x 65 

266 tggca 

269 <210> SEQ ID NO: 24 

270 <211> LENGTH: 65 

271 <212> TYPE: DNA 

272 <213> ORGANISM: Candida albicans 

274 <400> SEQUENCE: 24 

275 ccttttaatt aacctcaatt ctccccatct tataacttgt ttttcttttt ggtgttattg 60 
277 tcaac ■ - 0 ^ 

280 <210> SEQ ID NO: 25 

281 <211> LENGTH: 65 

282 <212> TYPE: DNA 

283 <213> ORGANISM: Candida albicans 

285 <400> SEQUENCE: 25 

286 ttttcttata atgagatgag atttgatttg atacatcgaa ttctacaata attatacaac 
288 caact 

291 <210> SEQ ID NO: 26 

292 <211> LENGTH: 65 

293 <212> TYPE: DNA 

294 <213> ORGANISM: Candida albicans 
296 <400> SEQUENCE: 26 



60 
65 
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297 gggaaactat aaacaaagag ttcagatgag gtaatagttt caaggagaag attagttaaa 
299 aaata 

302 <210> SEQ ID NO: 27 

303 <211> LENGTH: 65 

304 <212> TYPE: DNA 

305 <213> ORGANISM: Candida albicans 

307 <400> SEQUENCE: 27 

308 cttaaacttc ctcctcacat tcagctcttc ttccactttt cttactccac acatacacac 
310 ctatt 

313 <210> SEQ ID NO: 28 

314 <211> LENGTH: 65 

315 <212> TYPE: DNA 

316 <213> ORGANISM: Candida albicans 

318 <400> SEQUENCE: 28 

319 atttagcaaa cataatccgt gttttacata tattattcac ccaatatcat aacaaaaaca 
321 aactg 

324 <210> SEQ ID NO: 29 

325 <211> LENGTH: 65 

326 <212> TYPE: DNA 

327 <213> ORGANISM: Candida albicans 
329 <400> SEQUENCE: 29 

3 30 tggaaatgga tgcaaatgag attttctact attcttttac catgtttctt tgttatggat 
332 cgtgc 

335 <210> SEQ ID NO: 30 

336 <211> LENGTH: 65 

337 <212> TYPE: DNA 

338 <213> ORGANISM: Candida albicans 

340 <400> SEQUENCE: 30 

341 tccctcccct cccctcttcc ccttttaata atacatctat caaatataac atataaactt 
343 acata 

346 <210> SEQ ID NO: 31 

347 <211> LENGTH: 65 

348 <212> TYPE : DNA 

34 9 <213> ORGANISM: Candida albicans 

351 <400> SEQUENCE: 31 

352 cgttatactt tccatattac ttgtcttctt tttattatat atataagttt cttttcaaga 
354 agate 

357 <210> SEQ ID NO: 32 

358 <211> LENGTH: 65 

359 <212> TYPE: DNA 

360 <213> ORGANISM: Candida albicans 

362 <400> SEQUENCE: 32 

363 acattcctgc tgctacaaat atacatcccc cttcttctac aegtctagtt tagtgttttt 
365 gcaag 

368 <210> SEQ ID NO: 33 

369 <211> LENGTH: 65 

370 <212> TYPE: DNA 

371 <213> ORGANISM: Candida albicans 
373 <400> SEQUENCE: 33 
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each sequence using n or Xaa. 
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9694 
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9718 
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9734 
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9750 
9758 



VERIFICATION SUMMARY 
PATENT APPLICATION: US/10/032,5 8 5 

Input Set : D:\005999932SEQLIST.ST25.txt 
Output Set: N:\CRF3\01232002\J032585.raw 

:270 C: Current Application Number differs, Replaced Current 
271 C: Current Filing Date differs, Replaced Current Filing 



DATE: 01/23/2002 
TIME: 11:42:02 



M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
M:300 W: 
9766 M:300 W: 
9774 M:300 W: 
9782 M:300 W: 
9790 M: 300 W: 
9798 M:300 W: 
9806 M:300 W: 
9814 M:300 W: 
9822 M:300 W: 
9830 M:300 W: 
9838 M:300 W: 
9846 M:300 W: 
9854 M:300 W: 
9862 M: 300 W: 
9870 M:300 W: 
9878 M:300 W: 
9886 M:300 W: 
9894 M:300 W: 
9902 M:300 W: 
9910 M:300 W: 
9918 M:300 W: 
9926 M:300 W: 
9934 M:300 W: 
9942 M:300 W: 
9950 M:300 W: 
9958 M:300 W: 
:9966 M:300 W: 
:9974 M:300 W: 
:9982 M:300 W: 
:9990 M:300 W: 
:9998 M:300 W: 
:10006 M:300 W 
-.10014 M:300 W 
:10022 M:300 W 
:10030 M:300 W 
:10038 M:300 W 
:10046 M:300 W 
:10054 M:300 W 



50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
(50) Intentionally skipped Sequence, 
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: Sequence 
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Application No 
Date 

(933) SEQUENCE 

(934) SEQUENCE 

(935) SEQUENCE 

(936) SEQUENCE 

(937) SEQUENCE 

(938) SEQUENCE 

(939) SEQUENCE 

(940) SEQUENCE 

(941) SEQUENCE 

(942) SEQUENCE 

(943) SEQUENCE 

(944) SEQUENCE 

(945) SEQUENCE 

(946) SEQUENCE 

(947) SEQUENCE 

(948) SEQUENCE 

(949) SEQUENCE 

(950) SEQUENCE 

(951) SEQUENCE 

(952) SEQUENCE 

(953) SEQUENCE 

(954) SEQUENCE 

(955) SEQUENCE 

(956) SEQUENCE 

(957) SEQUENCE 

(958) SEQUENCE 

(959) SEQUENCE 

(960) SEQUENCE 

(961) SEQUENCE 

(962) SEQUENCE 

(963) SEQUENCE 

(964) SEQUENCE 

(965) SEQUENCE 

(966) SEQUENCE 

(967) SEQUENCE 

(968) SEQUENCE 

(969) SEQUENCE 

(970) SEQUENCE 

(971) SEQUENCE 

(972) SEQUENCE 

(973) SEQUENCE 

(974) SEQUENCE 

(975) SEQUENCE 

(976) SEQUENCE 

(977) SEQUENCE 

(978) SEQUENCE 
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Input Set : D:\005999932SEQLIST.ST25.txt 
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DATE: 01/23/2002 
TIME: 11:42:02 



L:10062 M:300 W: 
L:10070 M:300 W: 
L:10078 M:300 W: 
L:10086 M:300 W: 
L:65715 M:341 W: 
L:66262 M:341 W: 
L:66444 M:341 W: 
L:67184 M:341 W: 
L:67738 M:341 W: 
L:67742 M:341 W: 
L:67961 M:341 W: 
L:68091 M:341 W: 
L:68818 M:341 W: 
L:69116 M:341 W: 
L:69366 M:341 W: 
L:69604 M:341 W: 
L:69719 M:341 W: 
L:71706 M:341 W: 
L: 72582 M: 341 W: 
L:72851 M:341 W: 
L:72865 M:341 W: 
L:74429 M:341 W: 
L:91276 M:341 W: 
L:94351 M:341 W: 
L:96308 M:341 W: 
L:99179 M:341 W: 
L:99181 M:341 W: 
L:99575 M:341 W: 
L:99974 M:341 W: 
L:99976 M:341 W: 
L:101852 M:341 W: 
L:101854 M:341 W: 
L:101856 M:341 W: 
L:109301 M:341 W: 
L:111279 M:341 W: 
L:115833 M:341 W: 
L:118335 M:341 W: 
L:118339 M:341 W: 
L:118343 M:341 W: 
L:118363 M:341 W: 
L:118367 M:341 W: 
L:118371 M:341 W: 
L:118383 M:341 W: 
L:118387 M:341 W: 
L:118653 M:341 W: 
L:118669 M:341 W: 
L:129213 M:341 W: 
L:131228 M:341 W: 
L:132487 M:341 W: 
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Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 



n n . 

"n' 
n n' 
"n 
"n 
"n 
"n 
"n 
11 n 
"n 
"n 
"n 
"n 
"n 
"n 
"n 
"n 
"n 



"Xaa" used, 
"Xaa" used, 



[46 
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(46 
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(46 
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or 
or 

or "Xaa" used, 
or "Xaa" used, 
or "Xaa 
or "Xaa 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa 
or "Xaa 
or "Xaa 
or 
or 

or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or "Xaa" 
"n" or "Xaa" used, 
" n " or 
"n" or 

or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
or "Xaa" used, 
Xaa" used, 
Xaa" used, 
or "Xaa" 
or "Xaa" 
or "Xaa" 
or 
or 

or "Xaa" used, 
or 
or 

or "Xaa 
or "Xaa 



used, 
used, 



used, 
used, 
used, 
"Xaa" used, 
"Xaa" used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
"Xaa" used, 
"Xaa" used, 



'n" 
r n « 

"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" or 
"n" or 



"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 
"n" 



used, 
used, 
used, 
"Xaa" used, 
"Xaa" used, 
"Xaa" used, 
"Xaa" used, 
"Xaa" used, 
used, 
used, 



or "Xaa" used, 



for SEQ ID# 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
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for SEQ ID#: 
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for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 



Sequence Id (979) 
Sequence Id (980) 
Sequence Id (981) 
Sequence Id (982) 
6110 
6119 
6119 
6127 
6133 
6133 
6136 
6138 
6149 
6153 
6157 
6161 
6162 
6201 
6217 
6220 
6220 
6250 
6547 
6596 
6615 
6648 
6648 
6652 
6657 
6657 
: 6679 
:6679 
:6679 
:6808 
:6842 
:6916 
:7007 
:7007 
:7007 
:7007 
:7007 
:7007 
:7007 
:7007 
:7009 
:7009 
:7091 
:7110 
:7119 



SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/032,585 



DATE: 01/23/2002 
TIME: 11:42:02 



Input Set : D:\005999932SEQLIST.ST25.txt 
Output Set: N:\CRF3\01232002\J032585.raw 



L:132959 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7119 

L:134717 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7127 

L: 136027 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7133 

L:136039 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7133 

L:136542 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7136 
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SEQUSA| LISTING 



<110> Terry, Roemer D. 
Bo , Jiang 
Charles, Boone 
Howard, Bussey 

<120> Gene Disruption Methodologies for Drug Target Discovery 
<130> 10182-005-999 
<160> 8000 

<170> Patentln version 3.1 

<210> 1 

<211> 65 

<212> DNA 

<213> Candida albicans 

<400> 1 

aaaatataca ttcaaaatcc ctaaaatcac ttcatacttc aacaacaaca ataataaata 
ccatt 



<210> 2 

<211> 65 

<212> DNA 

<213> Candida albicans 

<400> 2 

ttttaactat tcattttttt agtacataat tacaatttat tgtgagtccc cattttacta 
aggtc 



<210> 3 

<211> 65 

<212> DNA 

<213> Candida albicans 

<400> 3 

cgtgttgttt tgatttcgag ctcacctctc tttcctattt ccactcatac tccaatttaa 

tgcac 



<210> 4 

<211> 65 

<212> DNA 

<213> Candida albicans 

<400> 4 

cctcaaaaca gtataacctt tgcctccttt ctatcctctt tataattcat taaataatta 
caccc 



<210> 5 
<211> 65 
<212> DNA 
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